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<210> 1 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Myf-3 gene target sequence 

<400> 1 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 2 

<211> 35 

<212> DNA 

<213> Unknown 

<220> 

<223> Myf-3 gene target sequence 

<400> 2 

ttataccgca ggcgggcgag ccgcgggcgc tcgct 
35 



<210> 3 

<211> 35 

<212> DNA 

<213> Unknown 

<220> 

<223> Myf-3 gene target sequence 



<400> 3 



ccgagagccc tgcggggccc gccctcctgc tggcg 
35 



<210> 4 

<211> 37 

<212> DNA 

<213> Unknown 

<220> 

<223> Glutathione-S-transf ersse gene target sequence 

<400> 4 

ctccagcgaa ggcctcgcgg cctccgagcc ttataag 
37 



<210> 5 

<211> 34 

<212> DNA 

<213> Unknown 

<220> 

<223> Glutathione-S-transf ersse gene target sequence 

<400> 5 

ggggacgcgg gccgcgcgta ctcactggtg cgca 
34 



<210> 6 

<211> 30 

<212> DNA 

<213> Unknown 

<220> 

<223> Molecular beacon A 

<400> 6 

cgaggcgggc tggacgcgtc ggaggcctcg 
30 



<210> 7 

<211> 28 

<212> DNA 

<213> Unknown 

<220> 

<223> Molecular beacon B 

<400> 7 

cgagggggct ggacgcgtcg gagcctcg 
28 



<210> 8 



<211> 19 

<212> DNA 

<213> Unknown 

<220> 

<223> Complementary strand of molecular beacon A 

<400> 8 

ctccgacgcg tccagcccg 
19 



<210> 9 

<211> 18 

<212> DNA 

<213> Unknown 

<220> 

<223> Complementary strand of molecular beacon B 

<400> 9 

ctccgacgcg tccagccc 
18 



<210> 10 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Preferred methylated Myf-3 target sequence 
<220> 

<221> modif ied_base 

<222> (2).. (2) 

<223> m5c 



<220> 

<221> modif ied__base 

<222> (5) . . (5) 

<223> m5c 



<220> 

<221> modified_base 

<222> (11).. (11) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (14) . . (14) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (16).. (16) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (25).. (25) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (27).. (27) 

<223> m5c 



<400> 10 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 11 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Methylated Myf-3 target oligonucleotide 
<220> 

<221> modif ied_base 

<222> (11).. (11) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (14).. (14) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (16).. (16) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (25) . . (25) 

<223> m5c 



<220> 

<221> modified base 



<222> (27) . . (27) 
<223> m5c 



<400> 11 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 12 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Methylated Myf-3 target oligonucleotide 
<220> 

<221> modified_base 

<222> (14) . . (14) 

<223> m5c 



<220> 

<221> modified_base 

<222> (16).. (16) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (25).. (25) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (27).. (27) 

<223> m5c 



<400> 12 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 13 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Methylated Myf-3 target oligonucleotide 
<220> 

<221> modif ied_base 

<222> (16).. (16) 



<223> 



m5c 



<220> 

<221> modif ied_base 

<222> (25).. (25) 

<223> m5c 



<220> 

<221> modified_base 

<222> (27) . . (27) 

<223> m5c 



<400> 13 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 14 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Methylated Myf-3 target oligonucleotide 
<220> 

<221> modif ied_base 

<222> (25).. (25) 

<223> m5c 



<220> 

<221> modif ied_base 

<222> (27).. (27) 

<223> m5c 



<400> 14 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



<210> 15 

<211> 32 

<212> DNA 

<213> Unknown 

<220> 

<223> Methylated Myf-3 target oligonucleotide 
<220> 

<221> modif ied_base 

<222> (27).. (27) 

<223> m5c 



<400> 15 

gcggcgactc cgacgcgtcc agcccgcgct cc 
32 



